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<170> Patentln version 3.0 

<210> 1 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Art/if icially synthesized primer sequence 
<400> 

ataagcytttt cacatgagcg aaaaataca 

<210> 2 
<2yL> 29 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 2 

atggatccct attgtaaccc gcctgaagt 

<210> 3 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 3 

atgtctcgag aattcagtaa cccaggcatt attttatc 

<210> 4 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 



<400> 4 

ttgtcctaga agcttgtgtg ctctgctgtc 



